Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.109; data-to-parameter ratio = 14.9.
In the title compound, C 21 H 13 Cl 2 NO 2 S, the benzothiazole ring makes dihedral angles of 0.94 (1) and 70.65 (5) with the 4chlorophenylmethanone unit and the 5-chlorophenyl ring, respectively. The dihedral angle between the 4-chlorophenylmethanone unit and the 5-chlorophenyl ring is 66.20 (5) . The crystal structure consists of dimeric units generated by C-HÁ Á ÁN hydrogen bonds, further linked by C-HÁ Á ÁO and C-HÁ Á Á interactions, leading to a three-dimensional network.
Related literature
For crystal structures of benzothiazole derivatives, see: Venugopala et al. (2012) ; Nayak et al. (2013) . For background to the applications of benzothiazole derivatives, see: Rana et al. (2007) ; Saeed et al. (2010) ; Kelarev et al. (2003) ; Telvekar et al. (2012) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg is the centroid of the S1/C1/C6/N1/C7 thiazole ring. Symmetry codes: (i) x À 1 2 ; Ày þ 3 2 ; z À 1 2 ; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) x; y À 1; z.
Data collection: CrysAlis CCD (Oxford Diffraction, 2009); cell refinement: CrysAlis CCD; data reduction: CrysAlis RED (Oxford Diffraction, 2009); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: PLATON (Spek, 2009) and PARST (Nardelli, 1995) .
We are thankful to SSCU, IISc, India for the Oxford Diffraction facility funded under DST-FIST (Level II) and are grateful to the Durban University of Technology for facilities. KNV thanks the NRF South Africa for a DST/NRF Innovation Postdoctoral Fellowship. In the title molecule ( Fig. 1) , the benzothiazole ring makes dihedral angles of 0.94 (1)° and 70.65 (5)° with the 4-chlorophenylmethanone unit and the 5-chlorophenyl ring, respectively. The dihedral angle between the 4-chlorophenylmethanone unit and the 5-chlorophenyl ring is 66.20 (5)°. The crystal structure consists of dimeric units generated by C-H···N hydrogen bonds, further linked by C-H···O and C-H···π interactions, which lead to a three-dimensional network (Table 1 and Fig. 2 , Cg is the centroid of the S1/C1/C6/N1/C7 thiazole ring). The crystal structure consists of dimeric units generated by C-H···N hydrogen bonds, further linked by C-H···O and C-H···π interactions, which lead to a threedimensional network (Table 1 and Fig. 2 ).
A mixture of (2-chloromethyl)benzo[d]thiazole (1 mmol) and (5-chloro-2-hydroxyphenyl)(4-chlorophenyl)methanone (1 mmol) and in dry THF, dry potassium carbonate (1 mmol) was added and stirred at room temperature. The reaction mixture was added and the reaction mixture was stirred at room temperature for 14 h. The reaction mixture was concentrated to remove the solvent, diluted with ethyl acetate, washed with water, brine solution and dried over anhydrous sodium sulfate. The organic layer was concentrated to yield a residue which was purified by column chromatography using ethyl acetate and n-hexane as eluent (7:3, Rf = 0.73) to afford the product in 83% as a brown solid (m. p. 448 (2) K). Suitable crystals for single-crystal X-ray study were obtained from dichloromethane solvent using slow evaporation technique at room temperature.
Refinement
All H atoms were positioned geometrically and refined using a riding model, with C-H = 0.95 Å for aryl and 0.99 Å for methylene H atoms. U iso (H) = 1.2U eq (C) for aryl and methylene H atoms. (Farrugia, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: PLATON (Spek, 2009) and PARST (Nardelli, 1995) .
Computing details

Figure 1
The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are presented as small spheres of arbitrary radius. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 1.03821 (5) 0.35913 (10) 0.66313 (5) 0.0683 (2) Hydrogen-bond geometry (Å, º) Cg is the centroid of the S1/C1/C6/N1/C7 thiazole ring. Symmetry codes: (i) x−1/2, −y+3/2, z−1/2; (ii) −x+1, −y+1, −z+1; (iii) x, y−1, z.
